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The alignment of the psbA-trnH intergenic spacer and the interspecific similarities of each taxon are available as Supporting Information, Table 1S and Table 2S , respectively.
Table 1S
Alignment of the psbA-trnH intergenic spacer of the 134 individuals of 19 Aconitum taxa. A dot (.) indicates that the nucleotide is identical to the upper sequence 
Table 2S
The differences in psbA-trnH intergenic spacers between all pairs of the 19 taxa AKU ABR AHE AGY ASCH ASC ACA AVI ATT ACAH ACAT ACATP ANHD ACON ACOR ACAP ANH AAL ANA
